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described may comprise a CDR L2 that is selected from the
group consisting of WAS (SEQ ID NO:36) and FAS (SEQ
1D NO:37).

[0016] In another non-limiting example, the isolated or
purified antibody or fragment thereof as described above
may comprise a CDR L3 that is selected from the group
consisting of QQYYTYXRT (SEQ ID NO:10) where X is P
or no amino acid and QQYYSIPLT (SEQ ID NO:11).
[0017] Inyetanother non-limiting example, the isolated or
purified antibody or fragment thereof as described above
may comprise a CDR H1 selected from the group consisting
of GYSITSDYY (SEQ ID NO:12) and GYTFTDYY (SEQ
1D NO:13).

[0018] In a more specific example, the isolated or purified
antibody or fragment thereof may comprise a sequence that
may be selected from the group consisting of:

[0019] a) a light chain comprising CDR L1 of sequence
QSLLNSRNQKNH (SEQ ID NO:8), CDR L2 of
sequence WAS (SEQ ID NO:36), and CDR L3 of
sequence QQYYTYRT (SEQ ID NO:14); and a heavy
chain comprising CDR H1 of sequence GYSITSDYY
(SEQ ID NO:12), CDR H2 of sequence IGYDGSK
(SEQ ID NO:15), and CDR H3 of sequence TRDRAN-
WDDYFDY (SEQ ID NO:6);

[0020] D) a light chain comprising CDR L1 of sequence
QSLLNSRNQKNH (SEQ ID NO:8), CDR L2 of
sequence WAS (SEQ ID NO:36), and CDR L3 of
sequence QQYYTYRT (SEQ ID NO:14); and a heavy
chain comprising CDR H1 of sequence GYSITSDYY
(SEQ ID NO:12), CDR H2 of sequence IGYDGTK
(SEQ ID NO:16), and CDR H3 of sequence TRDRAN-
WDDYFDY (SEQ ID NO:6); and

[0021] c) a light chain comprising CDR L1 of sequence
QSLLNSDTQKNF (SEQ ID NO:9), CDR L2 of
sequence FAS (SEQ ID NO:37), CDRL3 of sequence
QQYYSIPLT (SEQ ID NO:11); and a heavy chain
comprising CDR H1 of sequence GYTFTDYY (SEQ
ID NO:13), CDR H2 of sequence [YPGNGHT (SEQ
ID NO:5), and CDR H3 of sequence AYDLFNY (SEQ
1D NO:7).

[0022] More specifically, the isolated or purified antibody
or fragment thereof may comprise a variable light (VL)
domain having a sequence of:

[0023] DIVMX,QSPSSLAX,SVGX,KVTMSCKSSQ
SLLNSX,X;QKNX6LAWYQQKPGQS
PKX,LXYX,ASTX, . ESGVPDRFX,,GX,,GSGTD
FTLTIX,,SVX,,LAEDLAX,sYX, ,C
QQYYX, X, X, X, TFGX,,GTKLEIK (SEQ ID
NO:17), where X,=S or T, X,=V or M, X,=E or O,
X,/RorD,X,=NorT,X,=HorF, X ~=Lorl, X;=Ior
V,Xo=WorF X,,;=RorK, X,=Sorl, X,,=DorS,
X5=SorT X, ,=KorQ, X,s=VorD, X,,=Y or F,
X,=T or 8, X,s=Y or I, X,,=P or no amino acid,
X50=R or L, X,,=G or A.

[0024] Inaneven more specific example, the variable light
(VL) domain may comprise a sequence selected from the
group consisting of:

[0025] DIVMSQSPSSLAVSVGEKVTM-
SCKSSQSLLNSRNQKNHLAWYQQKPGQSPKL
LIYWASTRESGVPDRFX, GDGSGTDFTLTISSVKA
EDLAVYYCQQYYTYRTFGG GTKLEIK (SEQ ID
NO:18) where X,=S or T; DIVMTQSPSSLAMS-
VGQKVTMSCKSSQSLLNSDTQKNFLAWYQQK-
PGQSPKIL VYFASTKESGVPDRFIGSGSGTD-

Oct. 22,2020

FTLTITSVQAEDLADYFCQQYYSIPLTFGAGT
KLELK (SEQ ID NO:19); and
[0026] a sequence substantially identical thereto.
[0027] In the isolated or purified antibody or fragment as
described above, the variable heavy (VH) domain may
comprise a sequence selected from the group consisting of:
[0028] DVQLQESGPGLVKPSQSLSLTCSVT-
GYSITSDYYWNWIRQFPGNKLEWMAYIG
YDGX,KNYNPSLKNRISITRDTSKNQFFLKILNSV
TTDDTATYYCTRDRANWDDY FDYWGQGTTLT-
VSS (SEQ ID NO:20) where X,=S or T; QIQLQQS-
GPELVKPGAPVKISCKASGYTFTDYYIHWVNQR-
PGQGLEWIGYIYPG
NGHTVYNQKFKVRATLTADNPSSTAY LQLNSLT-
SEDSGVYFCAYDLFNYWGQ GTLVTVSA (SEQ ID
NO:21); and
[0029] a sequence substantially identical thereto.
[0030] In specific, non-limiting examples, the isolated or
purified antibody or fragment thereof may comprise:
[0031] a) a variable light (V) domain of sequence:

(SEQ ID NO: 22)
DIVMSQSPSSLAVSVGEKVTMSCKSSQS LLNSRNOQKNHLAWYQQKPGQS

PKLLIYWASTRESGVPDRFSGDGSGTDFTLTISSVKAEDLAVYYCQQYY
TYRTFGGGTKLEIK;

and variable heavy (V) domain of sequence:

(SEQ ID NO: 24)
DVQLQESGPGLVKPSQSLSLTCSVTGYSITSDYYWNWIRQFPGNKLEWM

AYIGYDGSKNYNPSLKNRISITRDTSKNQFFLKLNSVTTDDTATYYCTR
DRANWDDYFDYWGQGTTLTVSS;

or

[0032] D) a variable light (V) domain of sequence:

(SEQ ID NO: 23)
DIVMSQSPSSLAVSVGEKVTMSCKSSQS LLNSRNOQKNHLAWYQQKPGQS

PKLLIYWASTRESGVPDRFTGDGSGTDFTLTISSVKAEDLAVYYCQQYY
TYXRTFGGGTKLEIK;

and variable heavy (V) domain of sequence:

(SEQ ID NO: 25)
DVQLQESGPGLVKPSQSLSLTCSVTGYSITSDYYWNWIRQFPGNKLEWM

AYIGYDGTKNYNPSLKNRISITRDTSKNQFFLKLNSVTTDDTATYYCTR
DRANWDDYFDYWGQGTTLTVSS;

or

[0033] c) a variable light (V) domain of sequence:

(SEQ ID NO: 19)
DIVMTQSPSSLAMSVGQKVTMSCKSSQSLLNSDTQKNFLAWYQQKPGQS

PKILVYFASTKESGVPDRFIGSGSGTDFTLTITSVQAEDLADYFCQQYY

SIPLTFGAGTKLELK;



